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Quick NJ tree of all attached ITS sequences
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Sequence alignment. Light grey indicates the same sequence. Colours indicate sequence variation.



@ Verticillum tricorpus stramn CBS 447 54 small subumt nbosomal RNA gene, partial sequence; mternal transenibed s
Verticillium nubilum strain CBS 457.51 small subunit ribosomal RN A gene_ partial sequenc
Verticillium nonalfalfae ITS region; from TYPE material

Verticillium alfalfae ITS region; from TYPE material

Verticillium alfalfae genomic DNA sequence contains 185 rRNA gene, ITS1, 5.85 tRNA gene. [TS2

i G5HZ-21
Verticillium longisporum stramn CBS 124 64 small subunit ribosomal RNA

@
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- @ Verticillium longisporum ITS region; from TYPE material

Verticillium dahliae ITS region; from TYPE material

Verticillium longisporum genomic DNA sequence contamns 185 tRINA gene, ITS1, 5.
Verticillium dahliae genomic DNA sequence contains 185 rRNA gene, ITS1. 585 1R
SHZ-3

SHZ-11

|L| SHZ-15

ASHZ-20

Locus 1: All of the Verticillium sequences

@Fusarium falciforme isolate CBS 475.6

+ @Fusarium keratoplasticum FRC 5-2477

Neocosmospora rubicola strain CBS 101018 185 ribosomal RNA gene, partial sequence; mternal transcn

Neocosmospora rubicola CBS 101018 ITS region; from TYPE material

Fusarium sp. FSSC_5pp strain GJS 09-1466 185 ribosomal RINA gene, partial sequ

Locus 2 strain SHZ-17 is Neocosmospora rubicola



@ Alternaria eichhomniae ATCC 22255 ITS region; from TYPE material
Alternania destruens ATCC 204363 ITS region; from TYPE matenial

SHZ-12

I 0.0003 I

Alternaria angustiovoidea stram CBS 195.86 small subunit ibosomal R
Alternana arborescens CBS 102605 ITS region; from TYPE matenial

Alternana alstroemenae strain CBS 118309 small subumt ribosomal RT

Locus 3 strain SHZ-12 is Alternaria



