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>Locusta migratoria PC1 cDNA
CGCAGGCGCCCACCGCAGCTGTTGTCTTCTGCCGCCGCTCCGCCGCCCTGCTGCCACGGAAGACGAGACCGCAGATGTCG
CTGTGGGCGCAGCTACTGGTGGCGCTGCTGGCGGGCGCCGGGCGCGCGCACGACGGCGCGCAGAACGCGCTGCACTTCAG
CAACGAGTGGGTGGTGCGGCTGGAGGGCGGACCACTGGCGGCGGCCGCGCTGGCCCGCGAGCTGGGATACCTGCTGCTGG
GCGAGGTGCCGGGCTTTCCAGACACGTACCGCATGCTGCGCTATGACCACCCGACAACGCAGAAGAGGGCGTCGCACATG
GTCACTCAGCGGCTGGCGGCCGACGCGAGGGTGCTGTGGGCAGAACAGCAGTTCTCCAAGAGCCGAGTGAAGAGGGAGGA
CCTGCCGGTGCCCAAGCAGACGCAGCTGCTCTTCAACGACGAGCTCTGGGACCAGGAGTGGTACCTGAGGGACACCCGCA
CGCGGCCGGACCTGCCGAAACTGGACCTGCACGTGCTGCCCGTGTACGCGGCGGGCATCACCGGCAAGGGCGTCCGCGTC
GTCGTGCTGGACGACGGTATCGAGAGGACGCACGAGGACCTGCGCGACAACTATGACCCGGCCATCAGCTTCGACGCCAA
CGACGACGACCCCGACCCGACGCCGCGCTACGACTTGGCGGGCTCCAACGCGCACGGCACGCGCTGCGCCGGCGAGATCG
CCATGGCCGCCAACAACGGCAAGTGCGGCGTCGGCGTCGCCTTCAACGCCCGCATCGGAGGGGTGCGCCTGCTGGATGGT
GACGTCAACGACCGCGTGGAGGGCGTGTCGCTGGGATGGGCGCACGAGCTGGTGGACATCTACAGCGTCTCCTGGGGGCC
CAACGACGACGGTCGCACCGTCGAGGGCCCGGGACGGCTCGCCACCGAGGCCATCGAGAGGGGCATCCGAGAGGGCCGCG
GCGGCAAGGGCGCCATCTACGTGTGGGCGTCGGGCAACGGCGGCAGCCGCGGCGACAACTGCAACTGCGACGGCTACATC
AACAGCGTGTACACGCTGTCCATCGGCTCGGCCTCGCAGCACGGCCAGTTCCCGTGGTACGGCGAGCGCTGCGCCGCCAC
CTTCGCCACCGCCTACTCCAGCGGCGCCTACTCCGACCAGATGATCGCGACGACGGACCTGCGCAACTCGTGCACCATCC
GGCACACGGGCACCTCCGCGGCGGCGCCTCTGGCCGCCGGCATCATCGCGCTCGCCCTGGAGGCCAACCCGGCGCTGACG
TGGCGCGACGTGCAGCACCTGGTGGCGTGGACGGCGGAGTGGGCGCCGCTGAGCGACAACCTCGGCTGGGCGCGCAACGC
GGCCGGCTTCCGCGTCAACACGCGCTTCGGCTTCGGCCTGATGAACGCCGCCGCGCTCGTCGCCGCCGCCGCCAACTGGA
CCACCGTGCCGCCCAAGGCCGTCTGCTCCACGCCCGTGGCGCCCACGGCCAACACGTCGATAAAGCCAGGCGTGCTGACG
GTGGCGCACTTCCACACGGACGGCTGCGCCGGCACCGAGCGAGAAGTCAACTTCCTGGAGCACGTGGAGCTGCAGGTGAA
CCTGCGCTACTCGCTGCGGGGCGCCCTCGAGATACACCTCACGTCTGCTGCAGGAACGAAGGTGGAGTTGCTGAGTCCAA
GGAAGCTGGATAAATCCAGTGAAGGTTTCAAAGACTGGAAATTCATGTCAGTTCTAACGTGGGGAGAGAGACCAGCTGGC
ATTTGGACAGTAGAAATCATCGACAGGCAAGGAGGCTCCACGAACCGCACCGGGGAGCTGGTGTCGGCGTCGCTGATCCT
GCACGGCACCAAGGAGGCGCCGCACCACCTGAGGAGCGGGCCCAGGGCCTACGACGACGACTACAACCACGTGCACAAGA
AGATGGCGAACGCTGAGCCCATGGAGAAGCGGCTACCGCTGGATGTTTTGCAAGAGACGGACGCTGCGCTGGACTGGGCG
GACATCATCGGTATCCCACTATCGTTAAGGAGCCAGCCTGATTTCAGGAGTATGCTGCTGAAGCTGTGGCTTAGTCGCAT
TCAAGAAAAGCAGGCAACATAACAACCTCAAGCCTGCAACACACTGGAGGAACAGACTGTACAGTACAATAAGCGACACT
GTTTGCCATATAGTTGTATTACTGAAAGCATAAATAAATAATAGGTAATAAAGTGCTATTTTAATAAAAAA
>Locusta migratoria PC1 protein
MSLWAQLLVALLAGAGRAHDGAQNALHFSNEWVVRLEGGPLAAAALARELGYLLLGEVPGFPDTYRMLRYDHPTTQKRAS
HMVTQRLAADARVLWAEQQFSKSRVKREDLPVPKQTQLLFNDELWDQEWYLRDTRTRPDLPKLDLHVLPVYAAGITGKGV
RVVVLDDGIERTHEDLRDNYDPAISFDANDDDPDPTPRYDLAGSNAHGTRCAGEIAMAANNGKCGVGVAFNARIGGVRLL
DGDVNDRVEGVSLGWAHELVDIYSVSWGPNDDGRTVEGPGRLATEAIERGIREGRGGKGAIYVWASGNGGSRGDNCNCDG
YINSVYTLSIGSASQHGQFPWYGERCAATFATAYSSGAYSDQMIATTDLRNSCTIRHTGTSAAAPLAAGIIALALEANPA
LTWRDVQHLVAWTAEWAPLSDNLGWARNAAGFRVNTRFGFGLMNAAALVAAAANWTTVPPKAVCSTPVAPTANTSIKPGV
LTVAHFHTDGCAGTEREVNFLEHVELQVNLRYSLRGALEIHLTSAAGTKVELLSPRKLDKSSEGFKDWKFMSVLTWGERP
AGIWTVEIIDRQGGSTNRTGELVSASLILHGTKEAPHHLRSGPRAYDDDYNHVHKKMANAEPMEKRLPLDVLQETDAALD
WADIIGIPLSLRSQPDFRSMLLKLWLSRIQEKQAT-
>Locusta migratoria PC2 cDNA (incomplete)
CTGGGGGCGGCGAGCGCACTGCACCTGGTCCTCGCCCTGGGGCTGGCCGCCGCCGCCGCCGCCGCCGCCACCGCCGCGGC
CGGCAGGCCTCGCGAGGTCTTCACCAACTCGTTCCTGGTGCGGCTGCGGGGCGCGCCCGGCGCCGCCGTCGCAGACCAGG
TGGCCGCGCGCACCGGCTTCCTCAACCTGGGACCGGTGCTGGGCTCGGACCGCGAGTTCCACTTCGTGCACCGCGCGCTG
CCGCACGCCCGCAGCAAGCGCAGCATCCCGCACATGCGGCGCCTCAAGGTGGACCCGCTGGTGGAGGCGGCGGTGCAGCA
GACGGGCTTCAGACGGGTGAAGCGCGGCTACAAGCCGCTGCGCGTCGAGAACCTGGTGAAGAACATGCGGCCGCAGCGCG
ACCCCGCAGACCCCTACTTCCCGTTCCAGTGGTACCTCAAGAACACCGGCCAGAACGGCGGCAAGGCCAAGCTCGACCTC
AACGTCGAGGCCGCCTGGGCGCAGGGCGTCACCGGCAAGAACGTCACCACCGCCATCATGGACGACGGTGTGGACTACAT
GCACCCAGATCTCAAACATAATTATAACGCGCGCGCCAGCTACGACTTCAGCAGCAACGACCCGTACCCCTACCCGCGCT
ACACCGACGACTGGTTCAACAGCCACGGGACGCGGTGCGCCGGAGAGGTGGCAGCCGCCCGGGACAACGGCGTGTGCGGC
GTGGGCGTCGCCTACGACTCCAAGATAGCAGGCATCCGCATGCTGGATCAGCCGTACATGACGGACCTGATCGAGGCCAA
CTCGATGGGCCACGAGCCCAACCTTATCGACATCTACAGCGCCTCCTGGGGGCCCACCGACGACGGCAAGACGGTGGACG
GGCCGCGCAACGCCACCATGCGCGCCATCGTCCGCGGCGTCAACGAGGGCAGGAACGGGCTGGGCAACATCTACGTGTGG
GCGAGCGGCGACGGCGGCGAGGACGACGACTGCAACTGCGACGGCTACGCGGCCAGCATGTGGACCGTGTCCATCAACAG
CGCCATCAACGACGGCCAGAACGCGCACTACGACGAGAGCTGCTCCTCCACGCTCGCCTCCACCTTCAGCAACGGCGCCA
AGGACCCCAACACCGGAGTCGCGACGACGGACCTGTACGGCAAGTGCACCACCACGCACTCGGGCACGTCGGCCGCCGCT
CCGGAGGCGGCGGGAGTCTTCGCGCTGGCGCTGGAGGCCAACCCGCAGCTGACGTGGCGCGACATCCAGCACCTGACGGT
GCTCACGTCGAAGCGCAACTCGCTGTTCGACGCGAAGCGGCGCTTCCACTGGACGATGAACGGCGTGGGGCTGGAGTTCA
ACCACCTGTTCGGCTTCGGCGTGCTGGACGCGGGCGCCATGGTGGCGCTGGCCAAGCAGTGGCGCACCGTGCCCGCCAGG
TTCCACTGCGAGGGCGGCTCCCTCAACGAACCGCATGAGATCCCGTCGCGCGGGCCGCTGGTGCTGAAGATCTCGACGGA
CGCGTGCCGCGGCCTGGACACGCAGGTGGACTACCTGGAACACGTGCAGGCCGTCATCACGCTCAACGCGACGCGACGTG
GTGACCTCGAGCTCTTCCTCACCTCGCCCATGGGGACCAGATCGATGATCTTGAGCAGACGTGTTAACGATGATGATCAC
CGTGATGGCTTCACCAAATGGCCATTCATGACAACTCACACCTGGGGAGAATATCCACAGGGTACATGGACACTGGAGGT
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TGGCTTCAATTCACCAATACCACAATCAGGCTTCTTAAAGGAATGGACTCTAATGTTGCATGGCACACGGGACCCACCAT
ATAGTGAGCTACCTGTCACAGACCCACACTCCAAGTTAGCCATCGTGAAGAAGGCCCATGAGGAGCGCAGCAAGTTGTAG
GACATCCAAAAGCTGTGACCTTATATTGTAATAGCTGTTAGACATGGTATGCCACTTTGATTCATTGGCTAAACCCACTA
ACCTACAGTTTTTCAGTAACACAATCAACTCATTCTGAGTTTTTTGTAGTAGCTTCCCTACTTTGGTACAATTATTTTAA
TTAGTAAGTATCATATCCTGTTTTGTCCTTTATGACATACCACCAAGTTTCAAAGGTCTTACCATGTCTAGGACCCTCAT
AGAGCAGATTCCTGGAAATACTTATAAAACTTCTTCATCCATAATTTCCTTCTGAGCTCTGCTGTGTTGGTATCAATATT
ATTTGAGTGATTCAGGTGTTCAACAATAGATGAACCTTTTACTTAATGTTCAGTATTGTGCAGGTTTTAAAATAAAAGCA
ACACAGCAGCTGTAACTCTTTTTCTAAAAGCAAAGAAGAAAAGCTTCTTTCATACAGCAACCTTCCATGTAGAGAGAACA
AATTTGAGGTAGAGAGTGCAAACCAATATGAAAGTTAATATATTTCTGTATAATACTACAAACTAAAGATCTGCATCAAA
ATTATTGGTATTGGATGTATAACAAAGTAATGCCGAGATAAAATTACTTATTATATTCTGTTAATAGCTGTATGAACAAA
ATGAATGGGGAAAAGGGTG
>Locusta migratoria PC2 protein (incomplete N-terminal)
....LGAASALHLVLALGLAAAAAAAATAAAGRPREVFTNSFLVRLRGAPGAAVADQVAARTGFLNLGPVLGSDREFHFV
HRALPHARSKRSIPHMRRLKVDPLVEAAVQQTGFRRVKRGYKPLRVENLVKNMRPQRDPADPYFPFQWYLKNTGQNGGKA
KLDLNVEAAWAQGVTGKNVTTAIMDDGVDYMHPDLKHNYNARASYDFSSNDPYPYPRYTDDWFNSHGTRCAGEVAAARDN
GVCGVGVAYDSKIAGIRMLDQPYMTDLIEANSMGHEPNLIDIYSASWGPTDDGKTVDGPRNATMRAIVRGVNEGRNGLGN
IYVWASGDGGEDDDCNCDGYAASMWTVSINSAINDGQNAHYDESCSSTLASTFSNGAKDPNTGVATTDLYGKCTTTHSGT
SAAAPEAAGVFALALEANPQLTWRDIQHLTVLTSKRNSLFDAKRRFHWTMNGVGLEFNHLFGFGVLDAGAMVALAKQWRT
VPARFHCEGGSLNEPHEIPSRGPLVLKISTDACRGLDTQVDYLEHVQAVITLNATRRGDLELFLTSPMGTRSMILSRRVN
DDDHRDGFTKWPFMTTHTWGEYPQGTWTLEVGFNSPIPQSGFLKEWTLMLHGTRDPPYSELPVTDPHSKLAIVKKAHEER
SKL-

Phylogenetic tree of two Locusta convertases and the human members and the of the kex-like protease family, 
illustrating that the latter are orthologs of vertebrate PC1 and PC2.
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Pictures of the gel cropped in figs 2 and 3.

Fig. 2. SG-SAGP          Fig. 2 actin

Fig. 3. PC1          Fig. 3. PC2     Fig. 3. actin

All gels 1.5% TAE, first lane markers (0.1, 0.2, 0.3, 0.4, 0.5, 0.6, 0.7, 0.8, 0.9, 1.0, 1.2, 1.5, 2.0, 3.0, 4.0, 5.0, 6.0, 8.0
and 10.0 kilo base pairs). Expected sizes of the PCR products for SG-SASP, PC1, PC2 and actin cDNAs respectively
298, 181, 195 and 189 base pairs.
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KB 1.4.1.8   KB.bcp
28418543 KB_3730_POP7_BDTv3.mob

Signal: G:1204 A:1843 T:1989 C:2507 AvgSig: 1885 C#:78  W:D19  Plate Name:AA1000045334 TS:45  CRL:237  QV20+:242

100 200 300 400 500 600 700 800 900

500

1000

1500

NN NNGNNNN NN NN C TT C T C G GC T CC G GT CCCCAA CA G G CG GT CAACG G AT GAAT CAAC T GC T GAT T CCA GCA GT GCCACG
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80

1100 1200 1300 1400 1500 1600 1700 1800 1900

500

1000

1500

GT TACCAC T T C T GCCAA CAA CG CCACCAG CG AT GCCGAT ACCA T T AG TAGCAAT GACACT T CCT CCGATGACAT T T T CGGCG
85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160

2100 2200 2300 2400 2500 2600 2700 2800 2900

500

1000

1500

AAAT T GGAGAAAAGGT GGAAGGAT T CT T T GGT CAT CT AT T CGGTAAGCGTGACATAGAAAT T CCAT CCGATGT GT T CACCAAG
165 170 175 180 185 190 195 200 205 210 215 220 225 230 235 240

3100 3200 3300

500

1000

1500

CT GT ACCAAGAGT GGG CAA AAGGT AAA NC
250 255 260 265 270

Inst Model/Name:3730xl/Daisy-1523-007 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of SG-SASP forward primer
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KB 1.4.1.8   KB.bcp
28426124 KB_3730_POP7_BDTv3.mob

Signal: G:4259 A:6026 T:7357 C:8853 AvgSig: 6623 C#:80  W:B19  Plate Name:AA1000045305 TS:48  CRL:242  QV20+:229

100 200 300 400 500 600 700 800 900

500

1000

1500

2000

2500

GC GT G GT C T CG G ATG G A T GT C TAT G T CAC GC T TACC GAATA GAT GACCAA A GAAT CC T T CCACC T T T T CTCCAA TT
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900

500

1000

1500

2000

2500

T C GCCGAAAAT GT CAT T G GAGGAAGT GT CAT T GC TACTAA T GGT AT CGGCAT CGC T GGTGGCGT TGT T GGCAGAAGT GGTA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155

2100 2200 2300 2400 2500 2600 2700 2800 2900

500

1000

1500

2000

2500

ACCG TGGCACT GC TGGAATCA GCAGT T GAT T CAT CCGT TGACCGCCTGT TGGGGGCCGGAGCCGGAGAAGCGCAGGT CAGCT
160 165 170 175 180 185 190 195 200 205 210 215 220 225 230 235

3100 3200 3300

500

1000

1500

2000

2500

GAGCGAGGCAGACGACTAGCCAGGAAGGCTGA
245 250 255 260 265 270

Inst Model/Name:3730xl/Colonia-28124-002 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of SG-SASP reverse primer
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KB 1.4.1.8   KB.bcp
29392100 KB_3730_POP7_BDTv3.mob

Signal: G:6188 A:5951 T:6719 C:8813 AvgSig: 6917 C#:94  W:C23  Plate Name:AA1000048285 TS:37  CRL:124  QV20+:130

100 200 300 400 500 600 700 800 900

500

1000

1500

2000

2500

NN NNN N N NN TG G NN A GC GGCTACC GC T G GAT GT T T T GCAAGAGACGGA CGC TG CGC TG G ACTGGG CGGACAT CAT
5 10 15 20 25 30 35 40 45 50 55 60 65 70

1100 1200 1300 1400 1500 1600 1700 1800 1900

500

1000

1500

2000

2500

CG GT AT CCCAC TAT CGT TAAGGAGCCAGCCTG AT T TCAGGAGTAT GCT GCT GAAGCTGTGGCT T A GT CGCAT T CAA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150

Inst Model/Name:3730xl/Lucy-18127-012 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of PC1 forward primer
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KB 1.4.1.8   KB.bcp
29397629 KB_3730_POP7_BDTv3.mob

Signal: G:3794 A:2655 T:4435 C:6608 AvgSig: 4373 C#:17  W:P5  Plate Name:AA1000048249 TS:40  CRL:132  QV20+:138

100 200 300 400 500 600 700 800 900

100
200
300
400
500
600
700
800
900

C NNN NANN N C NGN A NCA GGCTGGCT CCT TAACGAT AGT G GGAT ACCG A T G AT GT CCGCCCAG T CCAGCGCAGCG T CCGT
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900

100
200
300
400
500
600
700
800
900

CT CT T GCAAAACAT CCAGCGGT AGCCGCT T CTCCATGGGCT CAGCGT T CGCCAT CT T CT T GTGCACGT GGT T GTAAAA
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155

Inst Model/Name:3730xl/Daisy-1523-007 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of PC1 reverse primer

Page 8



KB 1.4.1.8   KB.bcp
29397692 KB_3730_POP7_BDTv3.mob

Signal: G:2133 A:2819 T:2739 C:3935 AvgSig: 2906 C#:40  W:J11  Plate Name:AA1000048249 TS:51  CRL:140  QV20+:147

100 200 300 400 500 600 700 800 900
10020030040050060070080090010001100120013001400

GGG CT AT C G C TCA CG CG ACG CG ACG TG G T G ACC T CG AGC TCT T CCT CACC T CG CCCA T GGG G ACCA G AT CGAT GAT
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900
10020030040050060070080090010001100120013001400

CT T GAGCAGACGT GT TAACGAT GAT GAT CACCG TG AT GGCT TCACCAAA T GGCCA T T CA TG ACAAC T CACACC TGGGGAG A
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155

2100
10020030040050060070080090010001100120013001400

ATAT CCACA A
160 165

Inst Model/Name:3730xl/Daisy-1523-007 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of PC2 forward primer

Page 9



KB 1.4.1.8   KB.bcp
29397749 KB_3730_POP7_BDTv3.mob

Signal: G:3507 A:3315 T:4442 C:5806 AvgSig: 4267 C#:79  W:B17  Plate Name:AA1000048249 TS:41  CRL:137  QV20+:146

100 200 300 400 500 600 700 800 900

100
200
300
400
500
600
700
800
900

G GNN NN N N NN N NA T T T G G TG A GCCA T CAC G G TG AT CAT CAT CG T T AACAC GT C T GC T CAAGAT CAT CG AT CT GGTC
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900

100
200
300
400
500
600
700
800
900

CCCA TGGG CGAGGT GAGGAAGAGCT CGAGGT CACCACGT CGCGT CGCGT T GAGCGT GAT GACGGCCT GCACGT GT T CCA G
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155

2100

100
200
300
400
500
600
700
800
900

G T A GT CCACCA
160 165

Inst Model/Name:3730xl/Daisy-1523-007 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of PC2 reverse primer
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KB 1.4.1.8   KB.bcp
29397890 KB_3730_POP7_BDTv3.mob

Signal: G:2792 A:2843 T:3121 C:2588 AvgSig: 2836 C#:31  W:B5  Plate Name:AA1000048248 TS:51  CRL:135  QV20+:138

100 200 300 400 500 600 700 800 900

100
200
300
400
500
600
700
800
900

GC G TC TA G CATCA G G T GT GAT G GT G GG A T GGGACAAAAA GATA GCTAT GT T GGT GACAGAAGCACA GT CAAA GAGAGGTA
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900

100
200
300
400
500
600
700
800
900

TT CT TACT CT GAAGTAT CCAAT T GA GCAT GGAAT T GT TACAAACT GGGACGACAT GGAAAAAAT CT GGCACCACACCT T C
85 90 95 100 105 110 115 120 125 130 135 140 145 150 155 160

Inst Model/Name:3730xl/Merlin-1521-038 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of actin forward primer
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KB 1.4.1.8   KB.bcp
29397827 KB_3730_POP7_BDTv3.mob

Signal: G:2787 A:4291 T:6526 C:6623 AvgSig: 5056 C#:92  W:F23  Plate Name:AA1000048249 TS:41  CRL:126  QV20+:133

100 200 300 400 500 600 700 800 900

100
200
300
400
500
600
700
800
900

NNNN T N NCNN NT G TA CA T T CCA T G C T CA T T G GATACT T CAGAGTAAGAAT ACC T C T CT T TGACTGTGCT TCGT CACCA
5 10 15 20 25 30 35 40 45 50 55 60 65 70 75

1100 1200 1300 1400 1500 1600 1700 1800 1900

100
200
300
400
500
600
700
800
900

ACAT AGCT AT CT T T T T GT CCCAT T CCCACCAT CACACCC TG AT GCCT T GGACGACCAACAA T T G AGGGA AAAACA GCCCT A
80 85 90 95 100 105 110 115 120 125 130 135 140 145 150 155

Inst Model/Name:3730xl/Daisy-1523-007 Pure Base QVs:   
1520

Sequence Scanner Software 2 v2.0 Mixed Base QVs: 
1016

PCR product of actin reverse primer
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