
Three inbred mouse strains differ in their 
susceptibility to pulmonary fibrosis. 

Strain-independent patterns of temporal gene expression identify 
a core set of lung development genes. 

Strain-dependent lung development gene expression identifies 
genetic factors that may underlie di�erences in adult susceptibility 

to respiratory disease.
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Principal Component Analysis identifies three patterns of 
genome-wide temporal gene expression common to 

three inbred mouse strains and supports nine stages of 
normal murine lung development.

Temporal dynamics of the developing lung transcriptome in 
three common inbred strains of laboratory mice reveals multiple 
stages of postnatal alveolar development PeerJ 4:e2318
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