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ABSTRACT
Background. Storage of potato tubers is an essential stage of the supply chain, from
farm to consumer, to efficiently match supply and demand. However, the quality and
yield of potatoes are influenced by physiological changes during storage.
Methods. This study tested the physiological and biochemical indices in three potato
varieties (YunSu 108, YunSu 304 and YunSu 306) during their dormancy periods.
Results. Three potato varieties with different dormancy periods were used to follow
changes in starch, protein and several enzymes during storage. The starch and sugar
content of the long-dormant variety (YunSu 108, LDV) were stable, whereas those of
the short-dormant variety (YunSu 306, SDV) were variable. Starch synthase activity
in the three varieties was initially high, then decreased; the starch content of LDV was
relatively stable, that of the medium-dormant variety (YunSu 304, MDV) increased
with storage time and peaked at sprouting, and that of SDV was low but variable. The
sucrose synthase activity of LDV was significantly higher (p< 0.05) than MDV and
SDV in the middle storage period. Two spikes were observed in the invertase activity of
SDV, whereas those of MDV and LDV were stable. The reducing sugar content of LDV
increased significantly before sprouting, that of MDV slowly decreased and that of SDV
dropped sharply. During the whole storage period, pectinase activity in LDV did not
change significantly, whereas pectinase in MDV and SDV decreased. The cellulase and
protein contents initially increased and then decreased in LDV, and steadily decreased
in MDV and SDV.
Conclusion. Themetabolic indices related to starch and sugar in the LDVwere relatively
stable during storage, whereas those of the SDV varied greatly. SDV showed increased
sucrose, reducing sugars and cellulose; LDVPCAplots clustered in the positive quadrant
of PC1 and the negative quadrant of PC2, with increased protein, sucrose synthase and
starch; MDV had increased soluble starch synthase.
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INTRODUCTION
Potato (Solanum tuberosum L.) is one of the oldest cultivated crops in the world, an annual
herbaceous plant from the Solanaceae family and cultivated in South America for more
than 8,000 years. Potato is the third-largest food crop in the world after maize and rice,
with a total yield of 359 million tons annually in 2019. China is the largest potato producer,
with a yield of 18.30 million tons, accounting for about 1/20 of the global total (FAOSTAT,
2021). There are more than 4,500 potato varieties (with different textures, tastes, shapes,
colors and sizes) distributed in more than 160 countries and consumed by more than 1
billion people worldwide (Dourado et al., 2019).

Potato tubers naturally go into a dormant state during the winter, thereby facilitating
storage after harvest and enabling matching of supply with consumer demand. Storage
of potatoes during their dormancy period is, therefore, essential to avoid wastage and
maintenance of quality during storage, as it is vital to meet consumer expectations. The
dormancy period varies greatly from30 to 150 days, for different varieties or the same variety
under different storage conditions. Chemical or physical treatments which delay sprouting
can extend storage time, but they are difficult to control and subject to environmental and
food safety concerns (Jakubowski & Krolczyk, 2020; Wang, Brandt & Olsen, 2016). Losses
of stored potatoes, caused by dormancy problems, such as the accumulation of toxins,
decreased quality and a decrease in dry matter, can be up to 20% (Santos et al., 2020; Sorce
et al., 2005; Visse-Mansiaux et al., 2021). Understanding of the physiological processes and
regulatory mechanisms of potato dormancy is limited and the current knowledge has not
enabled significant improvements to potato storage and reduction of losses.

The development of potato tubers consists of four main stages; tuber initiation,
enlargement, dormancy and sprouting to form a new plant (Fernie & Willmitzer, 2001).
Dormancy has been described as a temporary suspension of visible growth of any plant
structure containing a meristem, such as roots and shoots (Lang et al., 1987; Aksenova
et al., 2013). Several factors are responsible for the regulation of tuber dormancy and
sprouting, including internal physiological factors and environmental factors (Rentzsch et
al., 2012; Sonnewald & Sonnewald, 2014). Cytokinins; i.e., plant hormones, such as abscisic
acid and ethylene are involved in the induction and maintenance of tuber dormancy
as well as the inhibition of sprouting, whereas gibberellins, such as gibberellic acid, and
cytokinins stimulate sprouting. In addition, changes in endogenous IAA and GA contents
in potato tubers may be closely related to the subsequent sprout growth regulation. (Fernie
& Willmitzer, 2001; Suttle, 2004; Weiner et al., 2010). Sprouting results in potato tubers
becoming soft and shriveled, and production of toxic alkaloids, which renders them
inedible; sprouting during storage is a major cause of potato loss (Sorce et al., 2005). A
standard for the effect of potato sprouting on their quality has been established by theUnited
States Department of Agriculture (USDA, https://www.federalregister.gov/documents/2011/
06/02/2011-13485/united-states-standards-for-grades-of-potatoes); quality is significantly
affected when buds longer than 0.64 cm (1/4 inch) can be seen on 5% of stored potato
tubers.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 2/16

https://peerj.com
https://www.federalregister.gov/documents/2011/06/02/2011-13485/united-states-standards-for-grades-of-potatoes)
https://www.federalregister.gov/documents/2011/06/02/2011-13485/united-states-standards-for-grades-of-potatoes)
http://dx.doi.org/10.7717/peerj.15923


Dormancy and sprouting of potatoes are regulated by internal and environmental
factors. During storage, the environment is relatively stable, so internal physiological
factors are dominant. Past research on potato dormancy has identified many substances
(important nutrients, such as starch, protein and sugar) and various enzymes, which vary
in content during dormancy. However, it is unclear how these substances affect, or are
affected by, dormancy of potatoes during storage. Therefore, this study compared the
changes in nutrients and enzymes during potato dormancy in three varieties during their
dormancy periods, to improve understanding of the relationships between physiological
characteristics and potato dormancy. The findings provide an important theoretical
reference for potato dormancy research and long-term potato storage in the future.

MATERIALS & METHODS
Test materials
The tested potatoes were the main varieties cultivated in Yunnan province, China; namely,
YunSu 108(LDV): male parent: S04-827 (from China), female parent: DianSu 6 (from
Russia), YunSu 304 (MDV):male parent: yakhant (fromBelarus), female parent: 387,136.14
(from China), YunSu 306 (SDV): male parent: ChunSu 3 (from China), female parent:
HeZuo 88 (from China). All potatoes were provided by the Grain Crop Institute of Yunnan
Academy of Agricultural Sciences (Kunming, China) and cultivated in the potato base of
Yunnan Academy of Agricultural Sciences.

Sample processing
The potato tubers were harvested at 110 days after planting. Tubers of the varieties were
selected for absence of damage, disease or decay, similar weight (LDV 210–230, MDV
120–135 and SDV 130–145 g) and similar appearance, then spread in a ventilated, dark
place to dry, after these treatments, all the potato tubers went into the endodormancy stage
(Lang et al., 1987).

For the storage trial, the tubers were placed in a shaded artificial climate box, at 25 ◦C
and sampled every 7 days, with one cm wide square sampler. A 0.5 cm deep core sample
was taken at the bud eye. Each variety was sampled until two mm long buds were visible
on more than 50% of the bud eyes, which was defined as the start of sprouting/end of
dormancy (Fig. S1). This resulted in nine samples from YunSu 108 (LDV) over 56 days,
eight from YunSu 304 (MDV) over 49 days and six from YunSu 306 (SDV) over 35 days
(Fig. S2). All samples were immediately frozen with liquid nitrogen, ground to powder and
then stored in a −80 ◦C freezer until needed.

Determination of physiological and biochemical indices
Starch metabolism-related indices
All tests were performed using a 0.1 g sample of potato tuber (three biological replicates).
The detailed measurements are as follows:

Samples were extracted in 50 mM HEPES-NaOH buffer (pH7.4), homogenized,
and centrifuged at 10,000 g for 5 min, The supernatant was used for the experiment.
Measurements of the activities of soluble starch synthase activities were made in accordance
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with the methods published by Jiang, Dian & Wu (2003), the soluble starch synthases were
determined in the supernatant fluids at 340 nm on a spectrophotometer.

Samples were extracted in 0.8 mL distilled water, homogenized, take supernatant, and
add DNS solution to solution the amylase. The amylase activities were tested at 540 nm on
a spectrophotometer according to the method of Dziedzoave et al. (2010).

Samples were extracted in mL distilled water, homogenized, take supernatant. Take a
50 µL sample from the supernatant and add 250 µL anthrone buffer, after 10 min of 95 ◦C
water bath, the starch content was measured at 620 nm on a spectrophotometer according
to the method of Clegg (1956).

Sugar metabolism-related indices
All tests were performed using a 0.1 g sample of potato tuber (three biological replicates).
The detailed measurements are as follows:

Samples were extracted in 50 mM HEPES-NaOH buffer (pH7.4), homogenized, and
centrifuged at 8,000 g for 5 min, 210 µL 30% hydrochloric acid and 60 µL 0.1% resorcinol
were added into the supernatant, and the mixture was mixed in water bath at 80 ◦C for
20 min, the sucrose synthetase activities were measured at 620 nm on a spectrophotometer
according to the method of Pressey (1969).

Sucrase and reducing sugar content samples were extracted in HEPES-NaOH and 70%
ethanol especially, centrifuged at 8,000 g for 10 min, take supernatant, add DNS solution to
the supernatant. After that, the sucrase activities and reducing sugar contents were tested
at 540 nm on a spectrophotometer according to the methods of Karley, Ashford & Minto
(2005) and Lindsay (1973).

Pectinase, cellulase and protein parameters
All tests were performed using a 0.1 g sample of potato tuber (three biological replicates).
The detailed measurements are as follows: pectinase, cellulase and protein contents
samples were extracted in Gly-NaOH buffer, citric acid buffer, potassium phosphate buffer
especially, centrifuged at 8,000 g for 10 min, take supernatant, pectinase and cellulase
add DNS solutions, while protein add biuret reagent to the supernatant. After that, the
pectinase activities, cellulase activities and protein contents were same tested at 540 nm on
a spectrophotometer according to the methods of Paludo & Kruger (2011), Faria, Kolling
& Camassola (2008) and Bradford (1976).

Statistical analysis
The triplicate data were subjected to one-way analysis of variance and least significant
difference using SPSS 19.0 software (SPSS Inc., Chicago, IL, USA). The significance level
was set at p < 0.05. Pearson’s correlation was used to quantify relationships between
different variables. Pearson correlation coefficients and principal component analysis
between the potato varieties were calculated using SPSS 19.0 software.
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RESULTS
Changes in starch metabolism-related indices of potato tubers
during storage
For all three varieties, the soluble starch synthase activity was high initially, then decreased
gradually until the end of storage (Fig. 1), whereas amylase was relatively stable. The starch
content of the three varieties varied differently for the three varieties. The long-dormant
variety (LDV, YunSu 108) showed a slight downward trend, medium-dormant variety
(MDV, YunSu 304) a moderate upward trend and short-dormant variety (SDV, YunSu
306) an initial marked decrease, followed by a marked increase to a peak at 28 days.
The starch synthase activity in the LDV was highest on day 7 of storage (4.12 U/g),
significantly higher than any other sampling day, and decreased gradually to <1.39 U/g
after 42 days. Similarly, activity in the MDV was highest (2.68 U/g) on day 7 of storage and
decreased to <1.56 U/g after 42 days. The activity in SDV decreased significantly from day
0 to a minimum (0.57 U/g) at day 21, then increased slowly.

The amylase activity of the LDV was maximal (5.04 U/g) at day 0, approximately halved
by day 7 and remained essentially stable until a significant increase to 3.16 U/g at day 56.
The amylase activity in the MDV was relatively stable, apart from a significant increase to
a peak of 3.19 U/g on day 7 of storage. The amylase activity of the SDV was lowest at day
0, increased to a maximum of 3.67 U/g on day 14, significantly higher than other sampling
days, then decreased and remained stable. Generally, the three varieties had similar amylase
activities.

The starch content of the LDV gradually decreased, apart from a sharp decrease to a
minimum of 48.91 mg/g at day 7, followed by a sharp increase to a maximum (113.81
mg/g) on day 14. The starch content of the MDV showed a similar sharp decrease at day
7, but then increased to a maximum on day 49. The starch content of the SDV was highly
variable, with a minimum at day 14 and a maximum at day 28, followed by a sharp drop.

Changes of sugar metabolism-related indices of potato tubers during
storage
Sucrose synthase activity in the LDV was relatively stable, except for days 21, 28 and 35,
reaching a maximum at day 28 (445.89 U/g) (Fig. 2). The activity in the MDV was stable
during the whole storage period. The activity in the SDV was lowest at day 0 of storage,
followed by day 35 and was a little higher in between.
The sucrase activity in all three varieties was similar and relatively stable except for the
LDV, which was significantly higher than other sampling days at 168.01 U/g on day 7 and
the SDV, which spiked at days 14 and 28.

The reducing sugar content of the LDVwas stable except for day 49 (391.18 µg/g), which
was significantly higher than other sampling days. The content of the MDV gradually
decreased, with the highest content on day 7 (368.03 µg/g) and the lowest at day 49, when
sprouting started (277.34 µg/g). The content of the SDV was the lowest at day 0 (286.51
µg/g), increased markedly to a maximum on day 7 (469.45 µg/g), significantly higher than
all other sampling days, then gradually decreased.
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Figure 1 (A–C) Changes in starch metabolism-related indices (soluble starch synthase and amylase
enzyme activities in units (U)/gram, starch content in mg/g) in tubers of three potato varieties during
dormancy/storage.

Full-size DOI: 10.7717/peerj.15923/fig-1
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Figure 2 (A–C) Changes in sugar metabolism-related indices (sucrose synthetase, sucrase and reduc-
ing sugar content) in tubers of three potato varieties during dormancy/storage.

Full-size DOI: 10.7717/peerj.15923/fig-2
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Changes of other metabolic indices of potato tubers during storage
The pectinase activity in the LDV was relatively stable except for non-significant relative
increases at 14 and 35 days (Fig. 3). The pectinase activity in the MDV gradually decreased,
with a maximum at 14 days, but the differences were not significant. The pectinase activity
in the SDV was relatively stable except for a marked decrease at day 7.
The cellulase activity of the LDV showed a general downward trend, with high values on

day 7 (220.58 U/g) and day 21 (222.51 U/g), significantly higher than other sampling days,
gradually decreasing to a minimum of 142.35 U/g at day 56. The cellulase activity of the
MDV was relatively stable with a slight downward trend from a maximum of 248.67 U/g
at day 0, significantly higher than at days 14, 35 and 42, and with a small increase at day 49.
The cellulase activity in the SDV was relatively stable, with a significant increase to 278.28
U/g at day 35.

The protein content of the LDV was slightly higher in the middle of the storage period,
reaching a maximum of 16.92 mg/g at day 42. Conversely, the protein content of the MDV
was slightly lower in the middle of the storage period, with a maximum (17.36 mg/g) on
day 42, then a marked decrease at day 49. The protein content of SDV gradually, but not
significantly, decreased.

Correlation and principal components analysis
Correlation analysis data for the three potato varieties are presented in Table 1. Correlation
showed sucrase and reducing sugar were significantly positively correlated with cellulase,
sucrose synthetase was significantly positively correlated with protein and amylase and
reducing sugar were significantly positively correlated with sucrase. Soluble starch synthase
and starch were significantly negatively correlated with cellulase, starch was significantly
negatively correlated with sucrose synthetase, and starch was significantly negatively
correlated with sucrose. YunSu 306 (SDV) had increased sucrose, reducing sugars and
cellulose. YunSu108 (LDV) PCA plots clustered in the positive quadrant of PC1 and the
negative quadrant of PC2, with increased sucrose synthase and starch (Fig. 4). YunSu 304
(MDV) plots had increased soluble starch synthase. A strong negative correlation between
the contents of starch and reducing sugar was observed. A weak negative correlation as
observed between amylase and soluble starch synthase.
Add your results here.

DISCUSSION
Generally, dormancy is classified into three types; i.e., relative dormancy, physiological
dormancy and environmental dormancy, each with three stages, initiation, maintenance
and termination/sprouting (Gong et al., 2021;Vreugdenhil & Bradshaw, 2007). There are no
obvious physiological markers of the different periods, so it is difficult to distinguish them.
Normally, relative dormancy and environmental dormancy are mutually reversible under
external factors, while physiological dormancy is less likely to be reversed (Vreugdenhil &
Bradshaw, 2007). Physiologically, the dormancy period of potato tubers starts from the
expansion of the tip of the stolon to the start of sprout growth from the buds. However,
it is generally accepted that the dormancy of potato tubers starts from the harvest of the
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Figure 3 (A–C) Changes of other metabolism-related indices (pectinase and cellulase activities, and
protein content) in tubers of three potato varieties during dormancy/storage.

Full-size DOI: 10.7717/peerj.15923/fig-3
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Table 1 Correlation among starch, sugar and other metabolic indices of three potato varieties during dormancy/storage (r2).

PT SS CL SS SR AL PT ST RS

PT
SS 0.109
CL −0.077 −0.023
SS 0.04 −0.046 −0.415**

SR 0.06 −0.03 0.470** −0.171
AL 0.031 0.055 −0.092 0.053 0.243*

PT 0.05 −0.059 −0.003 0.242* −0.18 0.015
ST −0.025 0.111 −0.420** 0.08 −0.353** −0.114 −0.02
RS −0.129 −0.2 0.374** −0.255* 0.440** 0.115 −0.091 −0.544**

Notes.
PT, pectinase; SSS, soluble starch synthase; CL, cellulase; SS, sucrose synthetase; SR, sucrase; AL, amylase; PT, protein; ST, starch; RS, reducing sugar.
*Significant r2 values at p <0.05.
**Significant r2 values at p <0.01.

Figure 4 Principal component analysis (PCA) plot showing three varieties of potatoes and associated
variables’ clusters.

Full-size DOI: 10.7717/peerj.15923/fig-4

tubers to the sprouting of their top bud. During dormancy the tissues maintain some
physiological and metabolic functions. The tubers can only sprout and grow when the
dormancy ends naturally, or is ended artificially by a physical or chemical treatment (Reust
& Gugerli, 1984).

Starch is the main carbon/energy storage substance and changes in starch content
affect the quality of potatoes (Gong et al., 2021) The starch-related indices of the three
potato varieties were compared during storage; the starch synthase and amylase activities,
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and starch content of the LDV were relatively stable, whereas those of the SDV varied
widely. The starch synthase activity of the three varieties was relatively high at the start
of storage, then decreased until sprouting, reflecting a decrease in starch biosynthesis,
in agreement with a reported decrease in starch content of potatoes at different storage
temperatures (Wang et al., 2020).The starch synthase activity of the SDV trended upwards
during storage, whereas its amylase activity trended downwards; the starch content was
initially at a medium level, decreased to a low level, then rapidly increased to a maximum
just before sprouting. This suggests that the metabolism of carbohydrates was affected
(Zhao et al., 2004), thereby directly inducing sprouting.

Starch degradation generally occurs in potatoes during storage and it is converted
into sugars or other substances; the decreased starch content causes the tubers to shrink
and become wrinkled (Zhao et al., 2004). Increased reducing sugar content, especially at
low temperatures, lowers the quality of stored potatoes (Jakubowski & Krolczyk, 2020).
As for starch metabolism, the sugar metabolism-related indices of the SDV varied more
widely than those of the other two varieties. The LDV had a significant increase in sucrose
synthase activity in the middle storage period (from day 21 to day 35), followed by a sharp
decrease, while its invertase activity remained stable, indicating that the rate of starch
biosynthesis is high in the middle period of dormancy. In addition, there were two spikes
in invertase activity in the SDV during storage, whereas that of the other two varieties
remained stable; the spikes may be associated with the end of dormancy and the initiation
of sprouting in the SDV. These findings indicate that starch saccharification in potatoes
may be attributed to increased enzyme activity, mainly sucrase, during storage (Farrar,
Pollock & Gallagher, 2000; Shu et al., 2017), and that starch saccharification may be related
to the end of dormancy and the initiation of sprouting. The reducing sugar content of in
the MDV decreased slowly during the storage period, whereas that in the SDV increased
sharply during the first week, then decreasedmarkedly. The LDVwas the only variety which
had a significant increase in reducing sugar content before sprouting, then a decrease to
the initial content after sprouting, This finding is different from a previous report that
the total sugar content of potatoes increased before tuber sprouting (Abbasi et al., 2015).
The LDV may also be affected by other metabolites and enzymes, resulting in steady
interconversion between reducing sugar and starch, prolonging dormancy (Campbell,
Suttle & Sell, 1996; Zhang et al., 2014), which is consistent with the observed changes in
saccharification-related enzymes in the LDV.

The changes in pectinase activity were significantly different among the three varieties.
Activity in the LDV was relatively stable during the whole storage period, that in the
MDV markedly decreased and that in the SDV gradually decreased. All three varieties
had decreased pectinase activity before and during sprouting, suggesting that pectinase
has a regulatory function in maintaining dormancy, which may be related to its function
of maintaining cell wall integrity (Ishibashi et al., 2017). The cellulase activity in the three
varieties was relatively stable but characterized by different trends. In the LDV, cellulase
activity initially increased, then decreased, whereas that in the MDV and SDV gradually
increased towards sprouting. Cellulasemay also help regulate themaintenance of dormancy,
as cellulase catalyzes the formation of glucose from cellulose, thereby helping maintain
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reducing sugar homeostasis (Withers et al., 1990). The protein content of the LDV initially
increased, then decreased, whereas that of the other two varieties decreased gradually;
increased protein content in the middle storage period would contribute to maintenance
of dormancy. This finding is different from a previous report that the protein content of
potatoes does not change significantly during dormancy (Gong, Zhao & Yang, 2004).

CONCLUSIONS
The metabolic indices related to starch and sugar in the LDV were relatively stable during
storage, whereas those of the SDV varied greatly. The most important findings were as
follows: (1) starch content increased before sprouting in LDV. (2) The fluctuation of starch
synthase activity during storage may lead to the breaking of dormancy. (3) The decrease in
reducing sugar content during storage was mainly in the early dormancy period. (4) The
decrease in pectin and protein content during storage was mainly in the early dormancy
period. (5) YunSu 306 (SDV) had increases in sucrose, reducing sugars and cellulose;
YunSu108 (LDV) had increases in protein, sucrose synthase and starch; YunSu 304 (MDV)
had increased soluble starch synthase. Future research should investigate howmodification
of storage conditions could be used to control the duration of potato dormancy, based on
changes in these key metabolic indices.

ADDITIONAL INFORMATION AND DECLARATIONS

Funding
This research was supported by a grant from the National Natural Science Foundation
of China (32160100), the Yunnan Provincial Joint Fund for Local Colleges and
Universities (202001BA070001-129), and the Yunnan Applied Basic Research Projects
(202201AT070150) and Xingdian Talent Support Plan. The funders had no role in study
design, data collection and analysis, decision to publish, or preparation of the manuscript.

Grant Disclosures
The following grant information was disclosed by the authors:
National Natural Science Foundation of China: 32160100.
Yunnan Provincial Joint Fund for Local Colleges and Universities: 202001BA070001-129.
Yunnan Applied Basic Research Projects: 202201AT070150.
Xingdian Talent Support Plan.

Competing Interests
The authors declare there are no competing interests.

Author Contributions
• Hao Liu conceived and designed the experiments, performed the experiments, analyzed
the data, prepared figures and/or tables, authored or reviewed drafts of the article, and
approved the final draft.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 12/16

https://peerj.com
http://dx.doi.org/10.7717/peerj.15923


• Junhua Li conceived and designed the experiments, performed the experiments, analyzed
the data, prepared figures and/or tables, authored or reviewed drafts of the article, and
approved the final draft.

• Duanrong Zhou conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Wanhua Cai conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Muzammal Rehman conceived and designed the experiments, performed the
experiments, analyzed the data, prepared figures and/or tables, authored or reviewed
drafts of the article, and approved the final draft.

• Youhong Feng conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Yunxin Kong conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Xiaopeng Liu conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Shah Fahad conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

• Gang Deng conceived and designed the experiments, performed the experiments,
analyzed the data, prepared figures and/or tables, authored or reviewed drafts of the
article, and approved the final draft.

Data Availability
The following information was supplied regarding data availability:

The raw measurements are available in the Supplemental Files.

Supplemental Information
Supplemental information for this article can be found online at http://dx.doi.org/10.7717/
peerj.15923#supplemental-information.

REFERENCES
Abbasi KS, Masud T, Ali S, Khan SU, Mahmood T, Qayyum A. 2015. Sugar-

starch metabolism and antioxidant potential in potato tubers in response to
different antisprouting agents during storage. Potato Research 58:361–375
DOI 10.1007/s11540-015-9306-4.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 13/16

https://peerj.com
http://dx.doi.org/10.7717/peerj.15923#supplemental-information
http://dx.doi.org/10.7717/peerj.15923#supplemental-information
http://dx.doi.org/10.7717/peerj.15923#supplemental-information
http://dx.doi.org/10.1007/s11540-015-9306-4
http://dx.doi.org/10.7717/peerj.15923


Aksenova NP, Sergeeva LI, Konstantinova TN, Golyanovskaya SA, Kolachevskaya OO,
Romanov GA. 2013. Regulation of potato tuber dormancy and sprouting. Russian
Journal of Plant Physiology 60:301–312 DOI 10.1134/S1021443713030023.

BradfordMM. 1976. A rapid and sensitive method for the quantitation of micro-
gramquantities of protein utilizing the principle of protein-dye binding. Analytical
Biochemistry 72:248–254 DOI 10.1016/0003-2697(76)90527-3.

Campbell MA, Suttle JC, Sell TW. 1996. Changes in cell cycle status and expression of
p34(cdc2) kinase during potato tuber meristem dormancy. Physiologia Plantarum
98:743–752 DOI 10.1034/j.1399-3054.1996.980410.x.

Clegg KM. 1956. The application of the anthrone reagent to the estimation of
starch in cereals. Journal of the Science of Food and Agriculture 7(1):40–44
DOI 10.1002/jsfa.2740070108.

Dourado C, Pinto C, Barba FJ, Lorenzo JM, Delgadillo I, Saraiva JA. 2019. Innovative
non-thermal technologies affecting potato tuber and fried potato quality. Trends in
Food Science & Technology 88:274–289 DOI 10.1016/j.tifs.2019.03.015.

Dziedzoave NT, Graffham AJ, Westby A, Otoo J, Komlaga G. 2010. Influence of variety
and growth environment on β-amylase activity of flour from sweet potato (Ipomea
batatas). Food Control 21(2):162–165 DOI 10.1016/j.scitotenv.2021.150992.

Faria ML, Kolling D, Camassola M. 2008. Comparison of Pennicillium echinulatum and
Trichoderma reesei cellulases in relation to their activity against various cellulosic
substrates. Bioresource Technology 99:1417–1424 DOI 10.1016/j.biortech.2007.01.060.

Farrar J, Pollock C, Gallagher J. 2000. Sucrose and the integration of metabolism in
vascular plants. Plant Science 154:1–11 DOI 10.1016/s0168-9452(99)00260-5.

Fernie AR,Willmitzer L. 2001.Molecular and biochemical triggers of potato tuber
development. Plant Physiology 127:1459–1465 DOI 10.1104/pp.127.4.1459.

Gong HL, Dusengemungu L, Igiraneza C, Rukundo P. 2021.Molecular regulation of
potato tuber dormancy and sprouting: a mini-review. Plant Biotechnology Reports
15:417–434 DOI 10.1007/s11816-021-00689-y.

Gong HL, Zhao P, Yang JF. 2004. Studies on the content changes of protein and vitamin
C during potato storage. Acta Agriculturae Boreali-occidentalis Sinica 13:49–51.

Ishibashi Y, Aoki N, Kasa S, SakamotoM, Kai K, Tomokiyo R,Watabe G, Yuasa T,
Iwaya-InoueM. 2017. The interrelationship between abscisic acid and reactive
oxygen species plays a key role in barley seed dormancy and germination. Frontiers
in Plant Science 8:275 DOI 10.3389/fpls.2017.00275.

Jakubowski T, Krolczyk JB. 2020.Method for the reduction of natural losses of potato
tubers during their long-term storage. Sustainability 12:1048 DOI 10.3390/su12031048.

Jiang H, DianW,Wu P. 2003. Effect of high temperature on fine structure of amy-
lopectin in rice endosperm by reducing the activity of the starch branching enzyme.
Phytochemistry 63(1):53–59 DOI 10.1016/S0031-9422(03)00005-0.

Karley AJ, Ashford DA, Minto LM. 2005. The significance of gut sucrase activity for
osmoregulation in the pea aphid, Acyrthosiphon pisum. Journal of Insect Physiology
51(12):1313–1319 DOI 10.1016/j.jinsphys.2005.08.001.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 14/16

https://peerj.com
http://dx.doi.org/10.1134/S1021443713030023
http://dx.doi.org/10.1016/0003-2697(76)90527-3
http://dx.doi.org/10.1034/j.1399-3054.1996.980410.x
http://dx.doi.org/10.1002/jsfa.2740070108
http://dx.doi.org/10.1016/j.tifs.2019.03.015
http://dx.doi.org/10.1016/j.scitotenv.2021.150992
http://dx.doi.org/10.1016/j.biortech.2007.01.060
http://dx.doi.org/10.1016/s0168-9452(99)00260-5
http://dx.doi.org/10.1104/pp.127.4.1459
http://dx.doi.org/10.1007/s11816-021-00689-y
http://dx.doi.org/10.3389/fpls.2017.00275
http://dx.doi.org/10.3390/su12031048
http://dx.doi.org/10.1016/S0031-9422(03)00005-0
http://dx.doi.org/10.1016/j.jinsphys.2005.08.001
http://dx.doi.org/10.7717/peerj.15923


Lang GA, Early JD, Martin GC, Darnell RL. 1987. Endo-para-, and ecodormancy:
physiological terminology and classification for dormancy research. Hortscience
22:371–377 DOI 10.21273/HORTSCI.22.3.371.

Lindsay H. 1973. A colorimetric estimation of reducing sugars in potatoes with 3, 5-
dinitrosalicylic acid. Potato Research 16(3):176–179 DOI 10.1007/BF02356048.

PaludoMC, Kruger RL. 2011. Pectinase enzyme action in jabuticaba’s juice extraction.
Arquivos de Ciências da Saúde da UNIPAR 2011:279–296.

Pressey R. 1969. Potato sucrose synthetase: purification, properties, and changes in activ-
ity associated with maturation. Plant Physiology 44(5):759–764 DOI 10.2307/4261725.

Rentzsch S, Podzimska D, Voegele A, ImbeckM,Muller K, Linkies A, Leubner-
Metzger G. 2012. Dose- and tissue-specific interaction of monoterpenes with
the gibberellin-mediated release of potato tuber bud dormancy, sprout growth
and induction of alpha-amylases and beta-amylases. Planta 235:137–151
DOI 10.1007/s00425-011-1501-1.

ReustW, Gugerli P. 1984. Oxygen and carbon-dioxide treatment to break potato-
tuber dormancy for reliable detection of potato virus-Y (Pvy) by enzyme-linked
immunosorbent-assay (Elisa). Potato Research 27:435–439 DOI 10.1007/Bf02357433.

Santos MND, de Araujo FF, Lima PCC, da Costa LC, Finger FL. 2020. Changes in potato
tuber sugar metabolism in response to natural sprout suppressive compounds. Acta
Scientiarum-Agronomy 42:e43234 DOI 10.4025/actasciagron.v42i1.43234.

Shu R, Tan FJ, LS J, Jiao J, Yao TT, LC Y, LX L. 2017. Progress on mechanism and
influence factors of cold-induced sweetening in potato. China Fruit Vegetable 37:6–8.

Sonnewald S, Sonnewald U. 2014. Regulation of potato tuber sprouting. Planta
239:27–38 DOI 10.1007/s00425-013-1968-z.

Sorce C, Lorenzi R, Parisi B, Ranalli P. 2005. Physiological mechanisms involved in
potato (Solanum tuberosum) tuber dormancy and the control of sprouting by chem-
ical suppressants. In: Proceedings of the meeting of the physiology section of the Euro-
pean Association for Potato Research, 177–185 DOI 10.17660/ActaHortic.2005.684.24.

Suttle JC. 2004. Physiological regulation of potato tuber dormancy. American Journal of
Potato Research 81(4):253 DOI 10.1007/BF02871767.

Visse-MansiauxM, Tallant M, Brostaux Y, Delaplace P, Vanderschuren H, Dupuis
B. 2021. Assessment of pre- and post-harvest anti-sprouting treatments to re-
place CIPC for potato storage. Postharvest Biology and Technology 178:111540
DOI 10.1016/j.postharvbio.2021.111540.

Vreugdenhil D, Bradshaw J. 2007. Potato biology and biotechnology: advances and
perspectives. Oxford, OX, UK San Diego, CA: Elsevier.

Wang L, Zhang XX, Li C, Zhang LX, Zhao YL. 2020. Effects of different storage tem-
peratures on post-harvest physiology and quality of potato ‘Jinshu 16’. Storage and
Process 20:34–39.

Wang Y, Brandt TL, Olsen NL. 2016. A historical look at russet burbank potato
(Solanum tuberosum L.) quality under different storage regimes. American Journal
of Potato Research 93:474–484 DOI 10.1007/s12230-016-9524-6.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 15/16

https://peerj.com
http://dx.doi.org/10.21273/HORTSCI.22.3.371
http://dx.doi.org/10.1007/BF02356048
http://dx.doi.org/10.2307/4261725
http://dx.doi.org/10.1007/s00425-011-1501-1
http://dx.doi.org/10.1007/Bf02357433
http://dx.doi.org/10.4025/actasciagron.v42i1.43234
http://dx.doi.org/10.1007/s00425-013-1968-z
http://dx.doi.org/10.17660/ActaHortic.2005.684.24
http://dx.doi.org/10.1007/BF02871767
http://dx.doi.org/10.1016/j.postharvbio.2021.111540
http://dx.doi.org/10.1007/s12230-016-9524-6
http://dx.doi.org/10.7717/peerj.15923


Weiner JJ, Peterson FC, Volkman BF, Cutler SR. 2010. Structural and functional
insights into core ABA signaling. Current Opinion in Plant Biology 13:495–502
DOI 10.1016/j.pbi.2010.09.007.

Withers SG,Warren RAJ, Street IP, Rupitz K, Kempton JB, Aebersold R. 1990. Un-
equivocal demonstration of the involvement of a glutamate residue as a nucleophile
in the mechanism of a retaining glycosidase. Journal of the American Chemical Society
112:5887–5889 DOI 10.1021/ja00171a043.

Zhang BY, Qin YL, Tian SL, Li SQ, Li M, Cheng JX. 2014. Effects of different CO2

concentrations on physiological quality changes of potato during storage. Science and
Technology of Food Industry. Science and Technology of Food Industry 35:325–328.

Zhao P, Gong HL, Zhao Y, Yang JF. 2004. Relationship between contents of dry material
and starch of potato during storage. Food Science 25:103–105.

Liu et al. (2023), PeerJ, DOI 10.7717/peerj.15923 16/16

https://peerj.com
http://dx.doi.org/10.1016/j.pbi.2010.09.007
http://dx.doi.org/10.1021/ja00171a043
http://dx.doi.org/10.7717/peerj.15923

