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ABSTRACT
Background: Ameloblastoma (AME) is characterized by a locally invasive growth
pattern. In an attempt to justify the aggressiveness of neoplasms, the investigation of
the role of stem cells has gained prominence. The SOX-2, NANOG and OCT4
proteins are important stem cell biomarkers.
Methodology: To verify the expression of these proteins in tissue samples of AME,
dentigerous cyst (DC) and dental follicle (DF), immunohistochemistry was
performed and indirect immunofluorescence were performed on the human AME
(AME-hTERT) cell line.
Results: Revealed expression of SOX-2, NANOG and OCT4 in the tissue samples
and AME-hTERT lineage. Greater immunostaining of the studied proteins was
observed in AME compared to DC and DF (p < 0.001).
Conclusions: The presence of biomarkers indicates a probable role of stem cells in
the genesis and progression of AME.
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INTRODUCTION
Ameloblastoma (AME) is an odontogenic tumour of epithelial origin (Effiom et al., 2018)
and, although classified as a benign tumour, it is characterized by a locally invasive growth
pattern, which can reach large proportions and promote facial deformities in patients
(Rioux-Forker et al., 2019).
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Surgical removal is the treatment of choice, but when conservative techniques are
applied, small islands of tumour are not completely removed, leading to local recurrence in
60–80% of cases of solid AME (Gomes et al., 2010).

In the search for cellular mechanisms that justify the local aggressiveness of this benign
lesion, the investigation of the role of stem cells (SCs) and cancer stem cells (CSCs) has
gained prominence in tumour biology, with research identifying their participation in
growth, angiogenesis, progression, tumour recurrence and self-renewal potential (Reya
et al., 2001; Silva et al., 2016; Pardal, Clarke & Morrison, 2003).

The SOX-2, NANOG and octamer-binding protein 4 (OCT4) are important biomarkers
in the analysis of the presence of SCs. They act as critical regulators of embryonic
self-renewal and pluripotency capable of mediating tumour proliferation and
differentiation (Chambers et al., 2003; Luo et al., 2013; Ren, Zhang & Ji, 2016).

Furthermore, the relation of these proteins seems to play an oncogenic role, considering
studies that point to the presence of these factors in different types of cancers, such as lung
adenocarcinoma, breast, colorectal and gastric cancer (Luo et al., 2013; Ren, Zhang & Ji,
2016).

The SOX-2 protein (HMG-box gene 2 related to SRY) acts as an important
transcription factor in maintaining the self-renewal capacity of SCs. Previous studies have
shown it to be associated with a pro-oncogenic function (Wilbertz et al., 2011), in AME
(Juuri et al., 2013) and ameloblastic carcinoma (Khan et al., 2018; Lei et al., 2014), with a
differentiated expression between the last two.

NANOG (homeodomain protein) is another transcription factor that plays a central
role in maintaining cell pluripotency during embryonic development, in addition to being
associated with cell proliferation and renewal (Fan et al., 2017). The high expression of
NANOG has also been identified in patients with some types of cancer (Luo et al., 2013; Yu
& Cirillo, 2020), but it has not yet been studied in AME.

OCT4 also acts in pluripotency and cell self-renewal (Schulenburg et al., 2006), and has
been associated with cell proliferation and tumour progression (Hu et al., 2020). The
expression of OCT4 in AME (Monroy et al., 2018) was related to cell development and
differentiation, and an initial study on the expression of this protein in lesions of
odontogenic origin showed divergence in expression between AME and ameloblastic
carcinoma (Khan et al., 2018).

SOX-2 and OCT4 are considered essential regulators for the maintenance and early
development of SCs (Chambers et al., 2003). Although they have independent roles in
different cell types, they present a synergistic interaction that leads to the transcription of
target genes (Avilion et al., 2003), with NANOG as one of the targets of this interaction
(Rodda et al., 2005).

When together, SOX-2, NANOG and OCT4 bind to the promoters of their own genes,
forming interconnected self-regulatory loops (Boyer et al., 2005). It is believed that this
self-regulation network can provide advantages for SCs, such as reduced response time to
environmental stimuli and greater stability of gene expression, thus maintaining cell fate
(Rodda et al., 2005). These characteristics are important for cell survival, stability and
tumour progression.
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It has been reported that odontogenic neoplasms, such as AME, originate from
remaining SCs from the dental lamina (Harada et al., 2002). However, the true
contribution of SCs to the molecular mechanism involved in the pathogenesis of AME still
needs clarification (Silva et al., 2016; Juuri et al., 2013). This is the first work to study these
three proteins (SOX-2, NANOG and OCT4) in AME. In this sense, identifying the
proteins that are related to cellular self-renewal and pluripotency may justify the biological
behaviour of AME and becomes extremely important to the development of better
treatments and prognosis.

MATERIALS AND METHODS
Sample
This was an experimental laboratory study. For the in vivo study, 23 AME samples were
used, retrieved from the archives of the Department of Oral Pathology, Faculty of
Dentistry, University Centre of the State of Pará (CESUPA). DC, as well as AME, is derived
from the odontogenic epithelium, but has a less aggressive behaviour. Thus, 10 samples of
DC were used as a control, added to 10 samples of DF (tissue without neoplastic alterations
of odontogenic origin), obtained from the Laboratory of Pathological Anatomy and
Immunohistochemistry, Faculty of Dentistry, Federal University of Pará (UFPA).
The clinical data of the AME samples were acquired through medical records with reports
present in the files, collected manually, and histologically classified by two oral
pathologists. For the in vitro study, the cell line derived from human AME, called AME-
hTERT, established at the Cell Culture Laboratory of the Faculty of Dentistry, Federal
University of Pará (UFPA) (Cruz et al., 2021), was used. This study was registered and
approved by the Human Research Ethics Committee of the Health Sciences Institute of the
Federal University of Pará—CEP/ICS/UFPA (CAAE: 30647720.6.0000.0018). Informed
consent was waived by this one.

Immunohistochemistry
Immunohistochemical analysis was performed according to Mitre et al. (2021), where
AME, DC and DF tissues were incubated with Anti-SOX-2 (1:50 Sigma, St. Louis, MO,
USA), Anti-Nanog (1:150 Millipore, Burlington, MA, USA) and Anti-Oct4 (1:25
Millipore, Burlington, MA, USA) antibodies for 1 h. As a positive control, samples of oral
squamous cell carcinoma were used and as a negative control, the primary antibody was
replaced by BSA and fetal bovine serum in TRIS buffer.

Immunohistochemical evaluation
Five brightfield images were randomly acquired from each AME, DC and DF of regions
with intact epithelium, and in the case of AME that was representative of the lesion, a
sample on an AxioScope microscope (Carl Zeiss, Oberkochen, Germany, DEU) equipped
with an AxioCam HRC colour CCD camera (Carl Zeiss, Oberkochen, Germany) was
obtained. Images were taken at 400× magnifications and saved in TIFF format. The areas
stained with diaminobenzidine were analysed using the “Immunohistochemistry (IHC)
Image Analysis Toolbox” of the ImageJ software (National Institute of Mental Health
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(NIMH), National Institute of Health (NIH, Bethesda, MD, USA). Semi-automatic image
analysis was then performed by detecting DAB staining. The mean percentages of marking
obtained in the tumour parenchyma, of five fields per sample, were analysed using the
GraphPad Prism 8 software (GraphPad Software Inc., San Diego, CA, USA).

Cell cultivation
The ameloblastoma cell line was cultured and maintained in culture bottles according to
Valladares et al. (2021).

Indirect immunofluorescence
The AME-hTERT strain was seeded on glass coverslips in 24-well plates and submitted to
an indirect immunofluorescence protocol to detect the expression of SOX-2, NANOG and
OCT4. This process was initiated by fixing the cells in 2% paraformaldehyde for 10 min,
followed by washing with PBS, permeabilization of the membrane with 0.5% Triton X-100
(Sigma, St. Louis, MI, USA) solution for 5 min, a second washing with PBS, and incubation
in PBS/BSA (BSA, Sigma, St. Louis, MI, USA) at 1% for 30 min. Subsequently, primary
antibodies diluted in PBS/BSA at 1% were incubated for a maximum of 18 h in a humid
chamber at 4 �C. The primary antibodies used were: Anti-SOX-2 (1:50 Sigma, St. Louis,
MI, USA), Anti-Nanog (1:50 Millipore, Burlington, MA, USA), and Anti-Oct4 (1:50
Millipore, Burlington, MA, USA). To detect the primary antibody, incubation in a solution
containing the secondary antibody conjugated to AlexaFluor 488 (Invitrogen, Carlsbad,
CA, USA) for 1 h in a dark, humid chamber at room temperature was performed.
For better visualisation of the cytoskeleton, Alexa Fluor 568 Phalloidin (Life Technologies,
Carlsbad, CA, USA) was used. The nuclei were labelled with DAPI coupled to ProLong
Gold antifade reagent (Invitrogen, Carlsbad, CA, USA). After mounting, the coverslips
were analysed in a fluorescence microscope (AxioScope.A1; Zeiss, Jena, Germany),
equipped with a digital camera (AxioCamMRc; Zeiss, Jena, Germany), with which images
were obtained from the slides to record immunoexpression. All images were acquired at
the same magnification (40× lens). The slides were examined under a fluorescence
microscope (Axio Scope.A1; Zeiss, Jena, Germany, TH, DEU) equipped with a digital
camera (AxioCam MRc; Zeiss, Jena, Germany), in which five images were randomly
obtained from each slide for the acquisition of 50 cells per group. All images were acquired
at the same magnification (40× objective). The immunostaining evaluation was performed
using the ImageJ software.

Statistical analysis
Clinicohistological data were then tabulated and analysed using descriptive statistics.
To analyse the expression of the three proteins (SOX-2, NANOG and OCT4), comparing
the AME samples with those of DC and DF, the statistical tests analysis of variance
(ANOVA; samples with parametric distribution) and Kruskal-Wallis were used, followed
by Dunn’s test multiple comparisons (samples with non-parametric distribution). To
verify correlation, the Pearson correlation test (samples with parametric distribution) was
used. A significance level of a = 0.05 was adopted.
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RESULTS
Clinicohistological data of patients with AME
In the sample studied, the average age was 39 years, with 61% of individuals below this
average and the remaining 39% above. The male gender was observed in 56% of the cases
and the female in 44%. The location of greatest involvement was the mandible, totalling
91% of the cases. Regarding the histological type, 10 cases were of the follicular type, eight
of plexiform, three acanthomatous and two of granular cells (Table 1).

AME presents a begreater expression of stem cell markers when
compared to dentigerous cyst and dental follicle
AME samples showed higher expressions of SOX-2, NANOG and OCT4 proteins when
compared to dentigerous cyst (DC) and dental follicle (DF) (p < 0.001). There was no
statistical difference between DC and DF (p > 0.05) (Fig. 1).

Table 1 Clinicohistological data of patients with AME.

Case Genre Age Localisation Histological type

1 Male 45 Upper jaw Plexiform

2 Female 31 Mandible Follicular

3 Male 31 Mandible Plexiform

4 Female 27 Mandible Plexiform

5 Male 34 Mandible Plexiform

6 Female 32 Mandible Follicular

7 Male 34 Mandible Follicular

8 Female 55 Mandible Plexiform

9 Female 20 Mandible Plexiform

10 Male 32 Mandible Plexiform

11 Male 33 Mandible Acanthomatous

12 Female 59 Mandible Follicular

13 Female 47 Mandible Acanthomatous

14 Female 14 Mandible Follicular

15 Male 42 Mandible Granular Cells

16 Male 43 Mandible Granular Cells

17 Male 28 Mandible Follicular

18 Male 27 Mandible Acanthomatous

19 Female 62 Mandible Follicular

20 Male 84 Upper jaw Follicular

21 Male 49 Mandible Follicular

22 Male 22 Mandible Plexiform

23 Female 38 Mandible Follicular
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Variations in the immunomarking of SOX-2, NANOG and OCT4 in the
neoplastic cell compartment of AME
Immunohistochemical staining for SOX-2, NANOG and OCT4 was mainly located in the
cords and islands of the odontogenic tumour epithelium. SOX-2 labelling was present
predominantly in the nucleus, while NANOG and OCT4 were found in the cell nucleus
and diffusely in the cytoplasm of tumour parenchymal cells. Subtle nuclear markings of
SOX-2, OCT4 and NANOG were observed in the DC cystic epithelium, and the same
occurred in the DF epithelial islands. NANOG was diffusely labelled in the connective
tissue of the DF (Fig. 1).

AME-hTERT lineage presents immunoexpression of stem cell markers
The AME-hTERT strain was verified to express SOX-2, NANOG and OCT4 proteins.
Predominantly nuclear expression of SOX-2, NANOG and OCT4 was observed in
neoplastic cells (Fig. 2).

DISCUSSION
This study verified the expression of SOX-2, NANOG and OCT4, SC biomarkers, in AME
parenchyma, and subtle expression in the odontogenic epithelium of DC and DF,
immunoexpression of the studied proteins was observed in the AME-hTERT cell.

Figure 1 Comparative immunoexpression of SOX-2, NANOG and OCT4 in AME, DC and DF
samples. Intense imunoexpression of SOX-2 (A), NANOG (D) and OCT 4 (G) were observed in
AME samples. There is a predominant nuclear location of immunostaining for the three markers in the
parenchymal cells of ameloblastoma. There is a low intensity immunoexpression of the three proteins in
the nucleus of some epithelial cells in both DC (B, E and H) and DF (C, F and I) samples. Statistical
analysis of percentage of labelling area of the three markers (J, K and L) between AME and DC, and AME
and DF. Statistically, a significant difference was observed when comparing the expression of all proteins
in AME cells in relation to the expression in DC and DF. (���p < 0.001). Scale bar: 20 µm. AME,
ameloblastoma; DC, dentigerous cyst; DF, dental follicle. Full-size DOI: 10.7717/peerj.14349/fig-1
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The clinical and histological data of the studied samples corroborate the data found in
the literature, in which the tumour shows a predominance during the third to seventh
decade of life, and the mandible is the location of the highest involvement (Effiom et al.,
2018).

In our study, we observed a high expression of transcription factors SOX-2, NANOG
and OCT4 in the parenchyma of AME samples. On the other hand, there was a weak
expression of these factors in DC and DF.

da Cunha et al. (2013) performed immunohistochemical analyses of the expression of
SCs transcription factors (OCT4, SOX-2, NANOG and Stat-3) in tooth germs, suggesting a
wide potential for development and differentiation. In our immunohistochemical analysis,
the expression of SOX-2, NANOG and OCT4 was observed both in the periphery and
central cells of the nests and epithelial cords, which may be related to the broad expression
of these factors in the development of AME, considering that the SCs of the dental lamina
are possible targets of carcinogenic agents (Harada et al., 2002).

The expression of SOX-2 in this study was predominantly nuclear in the tissue samples
of AME and AME-hTERT lineage, as observed in nasopharyngeal carcinoma, gastric,

Figure 2 AME-hTERT cells immunoexpress SOX-2, NANOG and OCT4. SOX-2 was observed as an
intense granular immunostaining (green) distributed mainly in the nuclei (A). Granular expression
(green) of NANOG (C) was also observed throughout the nuclei and a weak stain in cytoplasm. OCT4
(E) was observed as granular and dot-like (green) predominantly in the nuclei, but staining in cytoplasm,
was also visualized. Cytoskeleton is stained with phalloidin (red) and nuclei is stained with DAPI (blue).
Merged staining for SOX-2 (B), NANOG (D), OCT4 (F). Statistical analysis of fluorescence intensity of
the three markers studied (G, H and I) between nuclei and cytoplasm of AME-hTERT cells, was carried
out. A strong labelling was observed in nuclei when compeer with cytoplasm. Statistically, a significant
difference was observed when comparing the expression of all proteins in AME-hTERT cells
(����p < 0.0001). Scale bar: 20 µm. Full-size DOI: 10.7717/peerj.14349/fig-2
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colorectal, lung and breast cancer (Luo et al., 2013; Ren, Zhang & Ji, 2016). Juuri et al.
(2013), also observed the presence of SOX-2 in AME and related it to the proliferation and
embryonic origin of this tumour. In our work, a greater expression of SOX-2 was observed
in AME parenchyma in relation to the DC lining epithelium and DF epithelial nests.

Although smaller, the nuclear expression of SOX-2 in the odontogenic epithelium of
DC and DF is interesting. Boumahdi et al. (2014), indicate that SOX-2 plays an essential
role in tumour genesis, pointing out the role of SOX-2 in regulating functions in the
initiation and progression of squamous cell carcinoma. It was indicated that the expression
of this protein in cells originating from the odontogenic epithelium of the dental blade
could lead to the development of AME (Juuri et al., 2013). It was also speculated whether
the same could not happen with DC and DF, since their epithelia express SOX-2.

High OCT4 expression was detected in lung adenocarcinoma CSCs (Hu et al., 2020)
and tumour initiator cells in a mouse model with tumour p53 −/− (Darini et al., 2012),
depicting that OCT4 expression plays a critical role in tumour cell survival. Khan et al.
(2018), did not detect OCT4 expression in 20 cases of aggressive multicystic solid AME,
stating that this protein could be used as a useful indicator to histologically distinguish
ameloblastic carcinoma from aggressive multicystic solid AME; whereas, in our study, we
observed high OCT4 expression in 23 cases of solid AME. However, we cannot fail to
consider the differences found when comparing the methodologies used.

OCT4 was also observed in epithelial and mesenchymal components during tooth
development and is believed to participate in the ameloblast differentiation process (Kero
et al., 2014). In both the AME samples and the AME-hTERT strain, OCT4 staining was
predominantly nuclear. According to Monroy et al. (2018), the presence of OCT4 in the
nucleus is linked to cellular “stemness”, which indicates that in ameloblastoma the nuclear
expression of this protein may be related to tumour cell survival.

NANOG was found expressed in the tumour parenchyma of the tissue samples of AME
with cytoplasmic and nuclear marking, as well as in the AME-hTERT lineage, in this study.
The epithelial expression of NANOG has been described in head and neck cancers (Lee
et al., 2015; Rodrigues et al., 2017). Its expression was recently investigated in the stroma of
odontogenic lesions, including AME, by Chacham et al. (2020), in which the presence of
mesenchymal cells positive for NANOG was verified. Thus far, the present study is the
only one to observe the expression of this protein in AME parenchyma.

In general, the expression pattern identified for SOX-2, NANOG and OCT4 is in
accordance with their biological functions as transcription factors. The literature indicates
that these markers are crucial transcription factors that are capable of allowing cancer cells
to obtain properties similar to those of SCs (Yu & Cirillo, 2020). CSCs, in turn, manifest
properties similar to those of SCs. These properties include the oncogenic reprogramming
of different self-renewal genes, presenting characteristics of immortality, which persist in
tumours, usually in nests, representing the source of expansion of growth and tumour
maintenance, metastasis formation and tumour recurrence (Liu et al., 2021).

There are difficulties in the literature regarding naming the AME neoplastic cells that
express these proteins. It seems inappropriate to call them SCs, given the various genetic
and proteomic alterations described in AME neoplastic cells (Gomes et al., 2010). Even
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more misleading would be to call them CSCs. The term “tumour stem cells” seems to be
the most appropriate, since describing them as cells that have characteristics of SCs
(Monroy et al., 2018) or cells that express SC (Chacham et al., 2020) markers seems
somewhat vague.

Rodda et al. (2005), showed, using chromatin immunoprecipitation, that OCT4 and
SOX-2 interact synergistically and bind to NANOG in human and live mouse embryonic
stem cells, driving the expression of target genes related to pluripotency. According to
Boyer et al. (2005), transcription factors together bind to the promoters of their own genes,
forming interconnected autoregulatory loops and an autoregulatory network that is
capable of providing advantages for the SCs, which are important for cell survival, stability
and tumour progression. In comparison to the non-tumour epithelium, we observed that
the expression levels of SOX-2, NANOG and OCT4 were increased in AME parenchyma,
suggesting that these molecules may be involved in the pathogenesis of AME. It is
noteworthy that in the literature, there are no studies that jointly assess the expression of
these three markers both in the parenchyma of this neoplasm, as well as in cell lines
originating from AME.

It is worth highlighting the need for further studies, such as mechanistic assays, which
can suppress the expression of stem cell biomarkers and see the influence of this lock, given
the limitations that the immunohistochemical study and the sample size may have.
Furthermore, some steps in the use of the method used (IHC) aim to increase the
specificity of the primary antibody, such as blocking with BSA and using a positive control.
However, this does not guarantee the full specificity of the antibody used.

CONCLUSIONS
Based on the obtained results, the high expression of SOX-2, NANOG and OCT4 markers
in AME neoplastic cells using immunohistochemistry, and in the AME-hTERT cell line
using immunofluorescence, was verified. The methods used confirm the presence and
probable participation of these proteins in the origin and progression of AME. It is
suggested that this tumour has cells with characteristics of CSs that could be related to the
progression and recurrence of this odontogenic tumour.

ADDITIONAL INFORMATION AND DECLARATIONS

Funding
The authors received funding from the National Council for Scientific and Technological
Development, CNPq (Grants #305493/2018-3 and #435644/2018-1 awarded to Ricardo
Alves Mesquita; Grant 307584/2018-6 awarded to Rommel T J Ramos; and Grant
#429423/2018-7 awarded to João de Jesus Viana Pinheiro). The funders had no role in
study design, data collection and analysis, decision to publish, or preparation of the
manuscript.

Martins Balbinot et al. (2023), PeerJ, DOI 10.7717/peerj.14349 9/13

http://dx.doi.org/10.7717/peerj.14349
https://peerj.com/


Grant Disclosures
The following grant information was disclosed by the authors:
National Council for Scientific and Technological Development, CNPq: #305493/2018-3;
#435644/2018-1; #307584/2018-6; #429423/2018-7.

Competing Interests
Rommel Thiago Jucá Ramos is an Academic Editor for PeerJ.

Author Contributions
� Karolyny Martins Balbinot conceived and designed the experiments, performed the
experiments, analyzed the data, prepared figures and/or tables, authored or reviewed
drafts of the article, and approved the final draft.

� Felippe José Almeida Loureiro conceived and designed the experiments, authored or
reviewed drafts of the article, and approved the final draft.

� Giordanna Pereira Chemelo performed the experiments, authored or reviewed drafts of
the article, and approved the final draft.

� Ricardo Alves Mesquita conceived and designed the experiments, authored or reviewed
drafts of the article, and approved the final draft.

� Aline Maria Pereira Cruz Ramos analyzed the data, authored or reviewed drafts of the
article, and approved the final draft.

� Rommel Thiago Jucá Ramos analyzed the data, prepared figures and/or tables, and
approved the final draft.

� Artur Luiz da Costa da Silva analyzed the data, authored or reviewed drafts of the article,
and approved the final draft.

� Sílvio Augusto Fernandes de Menezes conceived and designed the experiments,
authored or reviewed drafts of the article, and approved the final draft.

� Maria Sueli da Silva Kataoka analyzed the data, authored or reviewed drafts of the article,
and approved the final draft.

� Sergio de Melo Alves Junior analyzed the data, authored or reviewed drafts of the article,
and approved the final draft.

� João de Jesus Viana Pinheiro conceived and designed the experiments, analyzed the data,
prepared figures and/or tables, authored or reviewed drafts of the article, and approved
the final draft.

Human Ethics
The following information was supplied relating to ethical approvals (i.e., approving body
and any reference numbers):

Human Research Ethics Committee of the Health Sciences Institute of the Federal
University of Pará—CEP/ICS/UFPA (CAAE: 30647720.6.0000.0018).

Martins Balbinot et al. (2023), PeerJ, DOI 10.7717/peerj.14349 10/13

http://dx.doi.org/10.7717/peerj.14349
https://peerj.com/


Data Availability
The following information was supplied regarding data availability:

The data is available at Figshare:
Balbinot, Karolyny (2022): OCT4.rarraw data. figshare. Figure. https://doi.org/10.6084/

m9.figshare.19517200.v1.
Balbinot, Karolyny (2022): SOX-2.rarraw data. figshare. Figure. https://doi.org/10.6084/

m9.figshare.19517263.v2.
Balbinot, Karolyny (2022): NANOG. figshare. Figure. https://doi.org/10.6084/m9.

figshare.21507090.v1.
Balbinot, Karolyny (2022): Immunohistochemical quantification worksheets. figshare.

Dataset. https://doi.org/10.6084/m9.figshare.21507096.v2.
Balbinot, Karolyny (2022): Immunofluorescence quantification worksheets. figshare.

Dataset. https://doi.org/10.6084/m9.figshare.21507102.v1.
Balbinot, Karolyny (2022): Immunofluorescence of SOX-2, NANOG and OCT4

proteins. figshare. Figure. https://doi.org/10.6084/m9.figshare.21507117.v1.

REFERENCES
Avilion AA, Nicolis SK, Pevny LH, Perez L, Vivian N, Lovell-Badge R. 2003. Multipotent cell

lineages in early mouse development depend on SOX2 function. Genes & Development
17(1):126–140 DOI 10.1101/gad.224503.

Boumahdi S, Driessens G, Lapouge G, Rorive S, Nassar D, Le Mercier M, Delatte B, Caauwe A,
Lenglez S, Nkusi E, Brohée S, Salmon I, Dubois C, del Marmol V, Fuks F, Beck B,
Blanpain C. 2014. SOX2 controls tumour initiation and cancer stem-cell functions in
squamous-cell carcinoma. Nature 511(7508):246–250 DOI 10.1038/nature13305.

Boyer LA, Lee TI, Cole MF, Johnstone SE, Levine SS, Zucker JP, Guenther MG, Kumar RM,
Murray HL, Jenner RG, Gifford DK, Melton DA, Jaenisch R, Young RA. 2005. Core
transcriptional regulatory circuitry in human embryonic stem cells. Cell 122(6):947–956
DOI 10.1016/j.cell.2005.08.020.

Chacham M, Almoznino G, Zlotogorski-Hurvitz A, Buchner A, Vered M. 2020. Expression of
stem cell markers in stroma of odontogenic cysts and tumors. Journal of Oral Pathology &
Medicine: Official Publication of the International Association of Oral Pathologists and the
American Academy of Oral Pathology 49(10):1068–1077 DOI 10.1111/jop.13102.

Chambers I, Colby D, Robertson M, Nichols J, Lee S, Tweedie S, Smith A. 2003. Functional
expression cloning of Nanog, a pluripotency sustaining factor in embryonic stem cells. Cell
113(5):643–655 DOI 10.1016/S0092-8674(03)00392-1.

Cruz E, Loureiro F, Silva A, Ramos RT, Kataoka M, Pinheiro J, Alves Júnior SM. 2021. Gene
expression in cell lines from human ameloblastoma immortalized using hTERT and HPV16-E6/
E7. Oral Diseases 28(8):2230–2238 DOI 10.1111/odi.13930.

da Cunha JM, da Costa-Neves A, Kerkis I, da Silva MC. 2013. Pluripotent stem cell transcription
factors during human odontogenesis. Cell and Tissue Research 353(3):435–441
DOI 10.1007/s00441-013-1658-y.

Darini CY, Pisani DF, Hofman P, Pedeutour F, Sudaka I, Chomienne C, Dani C, Ladoux A.
2012. Self-renewal gene tracking to identify tumour-initiating cells associated with metastatic
potential. Oncogene 31(19):2438–2449 DOI 10.1038/onc.2011.421.

Martins Balbinot et al. (2023), PeerJ, DOI 10.7717/peerj.14349 11/13

https://doi.org/10.6084/m9.figshare.19517200.v1
https://doi.org/10.6084/m9.figshare.19517200.v1
https://doi.org/10.6084/m9.figshare.19517263.v2
https://doi.org/10.6084/m9.figshare.19517263.v2
https://doi.org/10.6084/m9.figshare.21507090.v1
https://doi.org/10.6084/m9.figshare.21507090.v1
https://doi.org/10.6084/m9.figshare.21507096.v2
https://doi.org/10.6084/m9.figshare.21507102.v1
https://doi.org/10.6084/m9.figshare.21507117.v1
http://dx.doi.org/10.1101/gad.224503
http://dx.doi.org/10.1038/nature13305
http://dx.doi.org/10.1016/j.cell.2005.08.020
http://dx.doi.org/10.1111/jop.13102
http://dx.doi.org/10.1016/S0092-8674(03)00392-1
http://dx.doi.org/10.1111/odi.13930
http://dx.doi.org/10.1007/s00441-013-1658-y
http://dx.doi.org/10.1038/onc.2011.421
http://dx.doi.org/10.7717/peerj.14349
https://peerj.com/


Effiom OA, Ogundana OM, Akinshipo AO, Akintoye SO. 2018. Ameloblastoma: current
etiopathological concepts and management. Oral Diseases 24(3):307–316
DOI 10.1111/odi.12646.

Fan Z, Li M, Chen X, Wang J, Liang X, Wang H, Wang Z, Cheng B, Xia J. 2017. Prognostic value
of cancer stem cell markers in head and neck squamous cell carcinoma: a meta-analysis.
Scientific Reports 7(1):43008 DOI 10.1038/srep43008.

Gomes CC, Duarte AP, Diniz MG, Gomez RS. 2010. Review article: current concepts of
ameloblastoma pathogenesis. Journal of Oral Pathology & Medicine : Official Publication of the
International Association of Oral Pathologists and the American Academy of Oral Pathology
39(8):585–591 DOI 10.1111/j.1600-0714.2010.00908.x.

Harada H, Mitsuyasu T, Toyono T, Toyoshima K. 2002. Epithelial stem cells in teeth. Odontology
90(1):1–6 DOI 10.1007/s102660200000.

Hu F, Li C, Zheng X, Zhang H, Shen Y, Zhou L, Yang X, Han B, Zhang X. 2020. Lung
adenocarcinoma resistance to therapy with EGFR‐tyrosine kinase inhibitors is related to
increased expression of cancer stem cell markers SOX2, OCT4 and NANOG. Oncology Reports
43(2):727–735 DOI 10.3892/or.2019.7454.

Juuri E, Isaksson S, Jussila M, Heikinheimo K, Thesleff I. 2013. Expression of the stem cell
marker, SOX2, in ameloblastoma and dental epithelium. European Journal of Oral Sciences
121(6):509–516 DOI 10.1111/eos.12095.

Kero D, Novakovic J, Vukojevic K, Petricevic J, Kalibovic Govorko D, Biocina-Lukenda D,
Saraga-Babic M. 2014. Expression of Ki-67, Oct-4, ctubulin and a-tubulin in human tooth
development. Archives of Oral Biology 59(11):1119–1129
DOI 10.1016/j.archoralbio.2014.05.025.

Khan W, Augustine D, Rao RS, Sowmya SV, Haragannavar VC, Nambiar S. 2018. Stem cell
markers SOX-2 and OCT-4 enable to resolve the diagnostic dilemma between ameloblastic
carcinoma and aggressive solid multicystic ameloblastoma. Advanced Biomedical Research
7(1):149 DOI 10.4103/abr.abr_135_18.

Lee HJ, Kang YH, Lee JS, Byun JH, Kim UK, Jang SJ, Rho GJ, Park BW. 2015. Positive
expression of NANOG, mutant p53, and CD44 is directly associated with clinicopathological
features and poor prognosis of oral squamous cell carcinoma. BMC Oral Health 15(1):153
DOI 10.1186/s12903-015-0120-9.

Lei Y, Jaradat JM, Owosho A, Adebiyi KE, Lybrand KS, Neville BW, Müller S, Bilodeau EA.
2014. Evaluation of SOX2 as a potential marker for ameloblastic carcinoma. Oral Surgery, Oral
Medicine, Oral Pathology and Oral Radiology 117(5):608–616 DOI 10.1016/j.oooo.2014.01.017.

Liu X, Cao Y, Zhang Y, Zhou H, Li H. 2021. Regulatory effect of MiR103 on proliferation, EMT
and invasion of oral squamous carcinoma cell through SALL4. European Review for Medical and
Pharmacological Sciences 25(2):569 DOI 10.26355/eurrev_201911_19559.

LuoW, Li S, Peng B, Ye Y, Deng X, Yao K. 2013. Embryonic stem cells markers SOX2, OCT4 and
Nanog expression and their correlations with epithelial-mesenchymal transition in
nasopharyngeal carcinoma. PLOS ONE 8(2):e56324 DOI 10.1371/journal.pone.0056324.

Mitre GP, Balbinot KM, Ribeiro A, da Silva Kataoka MS, de Melo Alves Júnior S, de Jesus Viana
Pinheiro J. 2021. Key proteins of invadopodia are overexpressed in oral squamous cell
carcinoma suggesting an important role of MT1-MMP in the tumoral progression. Diagnostic
Pathology 16(1):33 DOI 10.1186/s13000-021-01090-7.

Monroy E, de Andrade Santos PP, de Sousa Lopes M, Mosqueda-Taylor A, Pinto LP,
de Souza LB. 2018. Oct-4 and CD44 in epithelial stem cells like of benign odontogenic lesions.
Histochemistry and Cell Biology 150(4):371–377 DOI 10.1007/s00418-018-1692-7.

Martins Balbinot et al. (2023), PeerJ, DOI 10.7717/peerj.14349 12/13

http://dx.doi.org/10.1111/odi.12646
http://dx.doi.org/10.1038/srep43008
http://dx.doi.org/10.1111/j.1600-0714.2010.00908.x
http://dx.doi.org/10.1007/s102660200000
http://dx.doi.org/10.3892/or.2019.7454
http://dx.doi.org/10.1111/eos.12095
http://dx.doi.org/10.1016/j.archoralbio.2014.05.025
http://dx.doi.org/10.4103/abr.abr_135_18
http://dx.doi.org/10.1186/s12903-015-0120-9
http://dx.doi.org/10.1016/j.oooo.2014.01.017
http://dx.doi.org/10.26355/eurrev_201911_19559
http://dx.doi.org/10.1371/journal.pone.0056324
http://dx.doi.org/10.1186/s13000-021-01090-7
http://dx.doi.org/10.1007/s00418-018-1692-7
http://dx.doi.org/10.7717/peerj.14349
https://peerj.com/


Pardal R, Clarke MF, Morrison SJ. 2003. Applying the principles of stem-cell biology to cancer.
Nature Reviews Cancer 3(12):895–902 DOI 10.1038/nrc1232.

Ren ZH, Zhang CP, Ji T. 2016. Expression of SOX2 in oral squamous cell carcinoma and the
association with lymph node metastasis. Oncology Letters 11(3):1973–1979
DOI 10.3892/ol.2016.4207.

Reya T, Morrison SJ, Clarke MF, Weissman IL. 2001. Stem cells, cancer, and cancer stem cells.
Nature 414(6859):105–111 DOI 10.1038/35102167.

Rioux-Forker D, Deziel AC, Williams LS, Muzaffar AR. 2019. Odontogenic cysts and tumors.
Annals of Plastic Surgery 82(4):469–477 DOI 10.1097/SAP.0000000000001738.

Rodda DJ, Chew JL, Lim LH, Loh YH, Wang B, Ng HH, Robson P. 2005. Transcriptional
regulation of nanog by OCT4 and SOX2. The Journal of Biological Chemistry
280(26):24731–24737 DOI 10.1074/jbc.M502573200.

Rodrigues MFD, Sedassari BT, Esteves CM, de Andrade NP, Altemani A, de Sousa SC,
Nunes FD. 2017. Embryonic stem cells markers Oct4 and Nanog correlate with perineural
invasion in human salivary gland mucoepidermoid carcinoma. Journal of Oral Pathology &
Medicine: Official Publication of the International Association of Oral Pathologists and the
American Academy of Oral Pathology 46(2):112–120 DOI 10.1111/jop.12449.

Schulenburg A, Ulrich-Pur H, Thurnher D, Erovic B, Florian S, Sperr WR, Kalhs P, Marian B,
Wrba F, Zielinski CC, Valent P. 2006. Neoplastic stem cells: a novel therapeutic target in
clinical oncology. Cancer 107(10):2512–2520 DOI 10.1002/(ISSN)1097-0142.

Silva FP, Dias A, Coelho CA, Guerra EN, Marques AE, Decurcio DA, Mantesso A, Cury SE,
Silva BS. 2016. Expression of CD90 and P75NTR stem cell markers in ameloblastomas: a
possible role in their biological behavior. Brazilian Oral Research 30(1):e109
DOI 10.1590/1807-3107BOR-2016.vol30.0109.

Valladares K, Balbinot KM, Lopes de Moraes AT, Kataoka M, Ramos A, Ramos R, da Silva A,
Mesquita RA, Normando D, Alves Júnior SM, Pinheiro J, Testarelli L. 2021. HIF-1a is
associated with resistance to hypoxia-induced apoptosis in ameloblastoma. International
Journal of Dentistry 2021(3):3060375 DOI 10.1155/2021/3060375.

Wilbertz T, Wagner P, Petersen K, Stiedl AC, Scheble VJ, Maier S, Reischl M, Mikut R,
Altorki NK, Moch H, Fend F, Staebler A, Bass AJ, Meyerson M, Rubin MA, Soltermann A,
Lengerke C, Perner S. 2011. SOX2 gene amplification and protein overexpression are associated
with better outcome in squamous cell lung cancer. Modern Pathology 247(7):944–953
DOI 10.1038/modpathol.2011.49.

Yu SS, Cirillo N. 2020. The molecular markers of cancer stem cells in head and neck tumors.
Journal of Cellular Physiology 235(1):65–73 DOI 10.1002/jcp.28963.

Martins Balbinot et al. (2023), PeerJ, DOI 10.7717/peerj.14349 13/13

http://dx.doi.org/10.1038/nrc1232
http://dx.doi.org/10.3892/ol.2016.4207
http://dx.doi.org/10.1038/35102167
http://dx.doi.org/10.1097/SAP.0000000000001738
http://dx.doi.org/10.1074/jbc.M502573200
http://dx.doi.org/10.1111/jop.12449
http://dx.doi.org/10.1002/(ISSN)1097-0142
http://dx.doi.org/10.1590/1807-3107BOR-2016.vol30.0109
http://dx.doi.org/10.1155/2021/3060375
http://dx.doi.org/10.1038/modpathol.2011.49
http://dx.doi.org/10.1002/jcp.28963
http://dx.doi.org/10.7717/peerj.14349
https://peerj.com/

	Immunoexpression of stem cell markers SOX-2, NANOG AND OCT4 in ameloblastoma
	Introduction
	Materials and Methods
	Results
	Discussion
	Conclusions
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile (None)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Average
  /ColorImageResolution 300
  /ColorImageDepth 8
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Average
  /GrayImageResolution 300
  /GrayImageDepth 8
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Average
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


